Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.003 Å; disorder in solvent or counterion; R factor = 0.030; wR factor = 0.055; data-toparameter ratio = 60.9.
All the residues of the title compound, (C 2 H 5.5 NO 2 ) 2 [ReO 4 ], are located in general crystallographic positions. The glycine molecules have usual conformations [Rodrigues Matos Beja et al. (2006) . Acta Cryst. C62, o71-o72] with the H atom of the carboxylate group half-occupied, thus bearing a formal halfpositive charge per molecule. The perrhenate anion has nearly ideal tetrahedral geometry. A large number of strong hydrogen bonds give rise to the overall three-dimensional network. A two-dimensional network, parallel to (100), is made up of strong O-HÁ Á ÁO hydrogen bonds with a donor acceptor distance of 2.445 (2) Å . A large number of weaker O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds consolidates the structure into an overall three-dimensional network.
Related literature
For a related structure, see: Rodrigues et al. (2006) .
Experimental
Crystal data (C 2 H 5.5 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker-Nonius, 2004 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPII (Johnson, 1976); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2003) .
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Refinement
The structure was solved by direct methods using SHELXS97. All H atoms were first located on a difference Fourier map; those bonded to C atoms and carboxyl O atoms were placed at idealized positions and refined as riding [C-H=0.97 and
Examination of the crystal structure with PLATON (Spek, 2003) showed that there are no solvent-accessible voids in the crystal lattice. Symmetry codes: (i) −x, −y+1, −z; (ii) −x, y−1/2, −z+1/2; (iii) x, −y+3/2, z−1/2; (iv) −x+1, −y+1, −z; (v) x, −y+1/2, z−1/2; (vi) x, −y+1/ 2, z+1/2; (vii) −x+1, y−1/2, −z+1/2.
